Supplemental Table 1 . Cox regression analysis of the 41 type 1 diabetes risk loci on the risk of progression from multiple autoantibodies to type 1 diabetes. Cox model for each SNP was adjusted for age at multiple autoantibodies onset, HLA-DR-DQ genotype, sex, family history of T1D, type of first autoantibody and the top two principal components from the principal components analysis on TEDDY Immunochip data. The minor allele frequency (MAF) for the respective SNP was calculated from the study population. The Teddy Study Group
